
© 2019 JETIR June 2019, Volume 6, Issue 6                                                             www.jetir.org (ISSN-2349-5162) 

JETIR1906A97 Journal of Emerging Technologies and Innovative Research (JETIR) www.jetir.org 663 
 

SUBSTRAT USED FOR BIOETHANOL 

PRODUCTION USING SACCHAROMYCES 

CEREVISEAE 
 

Manish Kumar1, A.D. Hiwarkar2 

1Student ,2 Associate Professor, 
1Chemical Engineering Department,  

1 Bundelkhand Institute of Engineering & Technology Jhansi-284128 (U.P.) INDIA. 

 

Abstract :  Fuels are major concerns of developing countries from past few decade. It makes developing countries dependent over 

oil producing countries and produce large amount of air pollutant. Bioethanol can be a substitute for petroleum oils. By the 

production of ethanol we can reduce the import of petroleum oil. There are distinct microorganisms involved in ethanol 

manufacturing, among them the most powerful microorganism is Saccharomyces cerevisiae. It displays high tolerance and 

manufacturing of ethanol. There is hues benefit with Saccharomyces cerevisiae that it can utilize different cellulosic, 

lignocellulosic, sucrose, starch, algal biomass as a substrate for the production of ethanol. It mines waste that can be used to 

generate ethanol. We transform waste products into environmentally friendly bioethanol through this technique. Simple sugar 

molecules are transformed straight to ethanol during the ethanol manufacturing phase, while other molecules are transformed to 

simple sugar, these simple sugars are then transformed to ethanol. This review shows the various kinds of feed stock. 

IndexTerms - Saccharomyces cereviseae, Bioethanol, Sugar, Ethanol, Lignocelluloses, Cellulose, Starch. 

1.INTRODUCTION 

 

Air pollution is a major concerns of the world. The main cause of air pollution are fossil fuels.   Ethanol is a most important green 

renewable fuels it produce very small amount of pollutant as compare to the fossil fuels. Fermentation of sugar based raw 

materials  was refferd to as “first generation” bioethanol production  and ligncellulose material was used in the “second 

generation” bioethanaol production. S. cerevisiae is widely studied in the household and industrial level. Ethanol is generated as a 

the main fermentation product of S.cerevisiae . S. cerevisiae use sugar containing substrate of different feedstocks (mainly sugar 

cane), starchy materials and lignocellulosic biomass for ethanol production. In Brazil 79% ethanol produced from sugarcane juice 

and the remaining percentage from cane molasses. The purpose of this study to focus on substrate (media) being used for the 

production of bio ethanol. 

2.RAW MATERIALS (MEDIA) FOR ETHANOL PRODUCTION 

Different row materials are being used for the production of ethanol. But the principle of the production of ethanol is to 

conversion sugar to the ethanol. The simplest form of sugar (glucose, fructose) is fermented to ethanol by saccharomyces 

cerevisiae. Glucose does not exist in free form in nature manly it is present in the form of cellulose, glycogen and starch etc. 

Different raw materials are being studied for the production of ethanol. The purpose of this row material is to provide free glucose 

units. As we know there are different cellulosic and starchy waste are found abundantly. The purpose of the all study to produce 

glucose (monosaccharide) from the polysaccharide (cellulose, starch) for this some of the scientist have used acid 

hydrolysis(Harris et. al. 1946) and some have used α-amylase, cellulase (Keller 1996).     

 All the plant material contain diffract concentration of carbohydrates (Glucan, Mannan, Galactan, Xylan, Arabinan, Lignin) 

so all the different plant material will produce different amount of ethanol. The different concentration of ethanol production is 

discussed in bellow table- 
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Table 1- different concentration of ethanol being produced at different conditions by Saccharomyces cereviseae 

 

 
.  

Hydrolysis of the plant material has direct effect on the production of ethanol because as we know glucose and fructose molecule 

are only converted to the ethanol so concentration of glucose and fructose depends upon the efficiency of the hydrolysis of the 

polysaccharides. 

 

3.CONCLUSION 

The literature study above suggests that ethanol manufacturing is dependent on the concentration of glucose, fructose. There is no 

free glucose and fructose in nature. In the form of glycogen, cellulose, lignocelluloses,, starch, various carbohydrates are present 

in nature. All these molecules are the polymer of the various forms of glucose so that ethanol can be produced through. The 

various scientists suggest distinct techniques of hydrolyzing complicated sugar to the easy unit such as glucose. Among these 

three techniques, one is commonly proposed in hydrolysis with hydrochloric acid and sulfuric acid, the other is hydrolysis with 

distinct biological enzymes, the third is the cultivation used to generate hydrolyzing enzymes. 
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The above research also suggests that any material that has glucose or fructose as a substratum for ethanol manufacturing can be 

used up to now is sugar cane as the best source for ethanol manufacturing.. 
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